
Moran Guo (he/him/his)

Profile

Biostatistician with experience in clinical trial programming and statistical analysis using SAS (Base Certified) and R pro-
gramming language. Proficient in developing and quality-controlling Tables, Listings, and Figures (TLFs), preparing analysis
datasets, and supporting statistical analysis for regulated clinical studies. Experienced with SDTM/ADaM, PROC REPORT,
PROC SQL, and reproducible programming workflows using Git. Strong background in computational biology and statistical
methodology with excellent communication and problem-solving skills.

Skills

• Programming: SAS (base certified), R (advanced; package dev), Python, SQL, LATEX

• Clinical Data Standards: CDISC SDTM, ADaM, TLF Programming, QC Programming

• Statistical Methods: GLMs/Mixed Models, Bayesian Inference, Monte Carlo Simulation, Power Analysis

• Reproducibility: Git/GitHub, Quarto/Markdown, CI/testing, structured project organization

• Visualization: ggplot2, Plotly, R Shiny, matplotlib, seaborns

• Computing: Linux/Unix, Bash, HPC/Slurm, Docker

• Languages: Chinese (native), English (fluent), Japanese (intermediate)

Publications

• Chen, Y. T., Guo, M., Li, S. (2026+). Power Analysis for Prediction-Powered Inference. Manuscript currently under
review [arXiv].

• Chen, Y. T., Lu, S., Li, S. J., Guo, M., Li, S. Y. (2026). Efficient Inference for Noisy LLM-as-a-Judge Evaluation. arXiv
preprint arXiv:2601.05420. Manuscript accepted by ICML 2026 [arXiv] [poster].

• Acero-Garcés, D., Guo, M., Lopez, D., Moyano, M., et al. (2026+). High-Throughput Profiling of Anti-Viral and Self-
Antigen Antibodies to Identify Etiology in Encephalitis. Abstract accepted for American Academy of Neurology (AAN)
Annual Meeting, 2026.

Experiences

Quantive Intelligence (formerly LLX Solutions) Waltham, MA
Biostatistician I Jul 2026 – Current
Works under the general supervision of a more experienced biostatistician. The essential functions include:

• Assist in the production of analysis plans, SAS programming of tables, listings, and figures, and report writing for low to
medium complexity studies.

• Able to debug, troubleshoot, and review low complexity SAS programs including use of data _null_ and PROC REPORT.

Additional responsibilities include but not limited to:

• Work to the specifications in an analysis plan, related SOPs, and guidelines.

• Interpret and summarize the results obtained from a statistical analysis of a simple/medium study and provide a written
statistical report, with supervision.

• Become familiar with the clinical trial documentation to acquire a basic knowledge of the therapeutic area and understand
the objective of the protocol.

• Interacts with clients on a limited basis, under supervision.

https://arxiv.org/abs/2603.16041
https://arxiv.org/abs/2601.05420
https://icml.cc/virtual/2026/poster/61131


Johns Hopkins University Bloomberg School of Public Health Baltimore, MD
Graduate Research Assistant, Biostatistics (Chen Lab) Mar 2025 – May 2026

• Conducted statistical methods research on Prediction Powered Inference (PPI); designed simulation studies to quantify bias,
variance, and confidence interval coverage across data regimes and model quality settings.

• Co-developed pppower (R package) for power and sample size planning; implemented modular, CI-tested functions and
comprehensive documentation to support reproducible use in applied studies.

• Wrote well-annotated, version-controlled code (Git/GitHub); contributed to manuscript preparation and clear communica-
tion process.

Supervisor: Dr. Yiqun T. Chen

Johns Hopkins University School of Medicine Baltimore, MD
Graduate Research Assistant, Neuroimmunology Jul 2025 – May 2026

• Led statistical analysis for a high-throughput immunoprofiling study with paired CSF/serum samples; standardized analysis-
ready datasets with rigorous QC/validation (plate-matched controls, batch/plate effects, missingness/outliers).

• Collaborated with clinicians and immunologists to refine analysis questions and translate statistical results into actionable
summaries.

Supervisor(s): Dr. David Acero-Garcés, Dr. Carlos Pardo-Villamizar, Dr. Ingo Ruczinski

Johns Hopkins University Baltimore, MD
Graduate Teaching Assistant, Biostatistics Aug 2025 – May 2026

University of Rochester Rochester, NY
Undergraduate Research Assistant, Computational Biology (Werren Lab) Aug 2022 – May 2024

Education

Johns Hopkins University Bloomberg School of Public Health Baltimore, MD
ScM in Biostatistics Aug 2024 – May 2026
Cumulative GPA: 3.84/4.0

University of Rochester Rochester, NY
B.S. in Biological Sciences: Computational Biology Feb 2021 – May 2024
Minors: Mathematics and Japanese Magna Cum Laude & Honors in Research
Cumulative GPA: 3.96/4.0
Phi Beta Kappa ’24 Elect, Dean’s List

Projects

THRIVE (Food Intervention Pilot RCT) Jan 2026 - Mar 2026

• Collaborated with clinical researchers to provide statistical consulting for the THRIVE Food Intervention pilot RCT.

debiasLLMReporting Dec 2025 - Feb 2026

• Conducted simulation studies comparing debiasing methods (Rogan-Gladen vs. PPI/PPI++) using 1,000+ Monte Carlo runs
per setting. Evaluated bias, coverage, and interval width for LLM-based evaluation frameworks.

PlanMCI: Budget-Constrained Study Design Tool Sep 2025 - Oct 2025

• Developed PlanMCI R package for ANCOVA-based power analysis and minimum detectable effect (MDE).

• Built an interactive Shiny app for real-time clinical trial design under budget constraints.

Professional Memberships

American Statistical Association (ASA) Member
International Chinese Statistical Association (ICSA) Member

https://yiqunchen.github.io/pppower/
https://yiqunchen.github.io
https://publichealth.jhu.edu/faculty/1011/ingo-ruczinski
https://yiqunchen.github.io/debias-llm-as-a-judge/
https://github.com/Raymond2Moran/PlanMCI
https://5v6gp7-moran-guo.shinyapps.io/PlanMCI_Trail_Design/

